
FIQ, whose objective seems to be only judicial, as
commented in the article”. The objective of our original
is not this, nor is it mentioned as this in the article. The
FIQ is an amply validated questionnaire that reflects,
among other parameters, the functional limitations of
patients with FM.6 A recent study abounds on the efficacy
of the FIQ in the evaluation of severity of FM establishing
a cut-point pattern7 that coincides in a very precise way
with the one detected by our work. The prestigious AMA
guides establish limitation as: “The affectation to do
everyday activities.”8 The usage of this and other expert
judicial-skills testing seem to confuse even Dr Arboleya,
because, by definition testing should be carried out by “an
expert in the field that will use the largest degree of
objectivity possible when emitting a determination,”9

“which is not an impediment to decide when to use
subjective or circumstantial data or whatever other means
that are considered pertinent according to the experts
knowledge and understanding.”10 The interest of the study
regarding the basis and genetic participation in illness has
already been discussed. The research into unique SNP´s
in FM continues to motivate the interest of the investigators
in our country.11 Follow-up research by our team will delve
into the complex genomic analysis of FM and chronic
fatigue syndrome.12

Note: All of the authors of the original are aware of and
approve the contents of this reply.

Ferran J. García-Fructuosoa and 

José Ignacio Lao-Villadónigab

aServicio de Reumatología Clínica, Clínica CIMA, Barcelona, Spain
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To the Director: We appreciate the interest of Dr Arboleya
in our work on COMT gene genotypes and the severity
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